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Name:    Yuseob Kim 
Nationality:   Rep. of Korea (South Korea) 
Date of birth:   Sept. 7. 1970 
Current address:   Center for Evolutionary Functional Genomics 
   The Biodesign Institute 
   Arizona State University 
   P.O. Box 875301 
   Tempe, AZ 85287-5301 
   email: yuseob.kim@asu.edu 
   website: http://sols.asu.edu/faculty/ykim.php 
 
Education: 
 
 2002  Ph. D. University of Rochester, NY, USA. 
  - Advisor: Dr. Wolfgang Stephan. 

- Subject: Theoretical population genetics. 
 

 1995  M. S. Seoul National University, Seoul, Korea. 
  - Advisor: Dr. Chung Choo Lee. 
  - Subject: Drosophila experimental quantitative genetics. 
 
 1993  B. S. Seoul National University, Seoul, Korea. 
 
Work/Teaching experience: 
 
 2006 – present, Assistant professor, School of Life Sciences, Arizona State 
   University 
 

2003 – 2005, Postdoctoral fellow, Department of Biology, University of 
   Rochester, NY, USA   -Advisor: Dr. H. Allen Orr. 
 

2002 – 2003, Postdoctoral Associate, Department of Biological  
Statistics and Computational Biology, Cornell University, NY, USA. 

 - Advisor: Dr. Rasmus Nielsen. 
 
2000 – 2001, Wissenschaftlicher Assistent in Wolfgang Stephan lab,  

University of Munich, Munich, Germany. 
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2000 Teaching Assistant (Lab in Molecular Cell Biology, Molecular Population  
            Genetics). 
 
1999  Teaching Assistant (Principles of Biology lab). 

 
Honors: 
 
 Ernst Caspari Fellowship (University of Rochester) 1998-2000. 
 
Grants: 
  
 Theory of adaption in experimental and natural populations. NSF. $214,197. 

2005 – 2007. (with Allen Orr, University of Rochester) 
 
Invited Talks: 
 

2006  “Is adaptation faster with genetic robustness?”, Society for Molecular 
Biology and Evolution meeting, Arizona State University 

2006  Workshop on Mathematical Population Genetics, International Centre for 
Mathematical Sciences, Edinburgh, UK 

2005  Faculty search seminar, School of Life Sciences, Arizona State University, 
Tempe, Arizona 

2005  Faculty search seminar, Department of Biology and Biochemistry, 
University of Houston, Houston, Texas 

2005  Faculty search seminar, Section of Evolution and Ecology, University of 
California, Davis, California 

2004  Workshop “Stochastic processes in evolutionary and disease genetics”, 
Banff International Research Station, Banff, Canada 

2004  Faculty search seminar, Department of Zoology, University of Florida, 
Gainesville, Florida 

2003  Faculty search seminar, Department of Genetics, North Carolina State 
University, Raleigh, North Carolina 

2003  Faculty search seminar, Department of Biology, University of Iowa, Iowa 
city, Iowa 

2002  “Detecting a local signature of selective sweep”, Society for Molecular 
Biology and Evolution meeting, Sorrento, Italy. 
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2001  “Patterns of genetic variation with selective sweeps”, Statistics department 
seminar, University of Oxford, Oxford, UK. 
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1566-1575. 
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Distinguishing between selective sweeps and demography using DNA 
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autosomal diversity, Genetics, 168:2261-2269. 
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domestication event, PNAS, 101:10667-10672. 
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Genetics, 167:1513-1524. 
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linked sites: implication for synonymous codon usage, Molecular Biology and 
Evolution, 21:286-294. 
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Stephan, W. & Kim, Y. (2002): Recent applications of diffusion theory to population 
genetics. pp. 72-93. In: Modern Developments in Theoretical Population Genetics 
(M. Slatkin and M. Veuille, eds), Oxford University Press. 

Kim, Y. & Stephan, W. (2002): Detecting a local signature of genetic hitchhiking along a 
recombining chromosome. Genetics 160: 765-777. 

Kim, Y. & Stephan, W. (2000): Joint effects of genetic hitchhiking and background 
selection on neutral variation. Genetics 155:1415-1427. 

Kim, Y. & Stephan, W. (1999): Allele frequency changes in artificial selection 
experiments: statistical power and precision of QTL mapping. Genetical Research 
73:177-184. 

Stephan, W. & Kim, Y. (1998): Persistence of microsatellite arrays in finite populations. 
Molecular Biology and Evolution 15:1332-1336. 

Orr, H. A. & Kim, Y. (1998): An adaptive hypothesis for the evolution of the Y 
chromosome. Genetics 150:1693-1698. 

 
Manuscripts in preparation 
 
Kim, Y. “Is adaptation faster with genetic robustness”, to be submitted to Evolution. 
 


